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A AL FFEN miR-7 434 BT miR-7 Xf it
S DT R 2 IB A AT T 422 0 4 2 S J 7K 1 () ik A
RIEY. (2)cirecRNA FIE AR ELAEN . ORH
BA RS VER . W0 circeANRIL 58 KRR 1
EE IR RTARAZ AR RNA B0 T R AZ AR B B
KA, HR4EMRAT ", @R SEE . W
circAmotl] J# IS 5 3-WEFRWIBEHOR B 2 1 (3-
phosphoinositide dependent kinase-1, PDK1) Fll145 [
¥ &% B (Protein kinase B, PKB/AKT) ¥ F {4 454, 3
7 PDK1 M) AKT1 BERRAL, T fil & pAKT L
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2.1  circRNA 7E 5 [ & 2= 4T AR A4 T se
R 44510080 T2DM L IR FIBZH i B Fa 1E
Jog B BURRR, £E 5 i BEAD IR B HiH, R
Sy R AR I 2 A BRI, i 20k 2 H BB AN A
DhReRns . 5 um A M S A2 R T . A UEYE &
B, circRNA FAk 2 5 145 B4t g T G2 A1 T2DM 1) &
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phate-activated protein kinase, AMPK) {5 ‘5@ IE
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T4, 78 T2DM 4 7F NAFLD fsdg b EEw
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FOAKBRAR, A 23t 1 %6 20 Bl AL 22 (1) LO2 40 i g
A IR o T3 A, G EEPIIhRE & 5 AT, ceRNA
RR2% R R S miRNA EEE A Toll FEZAA
(toll-like receptor, TLR) 155 il & FNZH I - .
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circ_0004535 A] LABE M) 254 miR-1827 77 CASP8
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P circDNA, B Ig I PE T R AR circRNA ATP5B
75 AT (steatohepatitis-associated circRNA ATP5SB
regulator, SCAR) , £ 2585 /i IWAE /I R A4 A AT LUAEE [r)
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circ_0048179 T miR-188-3p GPX4 TR IE AT AN R O TR S R, Yang Y
SRR LR AR
circSedl i - JAK2/STAT 15538 AR F R Li &bl
circ_0000608 i miR-222 PINK T RIE PTG A B, AR Jin S
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