RN
UbcH7 J¢ 53BP1 & [K1E 45 B e+ )

FEF, B, X EY

UGEZIER  F 045 iz 250100 L3 (UbeHD T p53 45445 1 1(S3BPD ik M Hillf A 2 3. 75
SEOJERE 2018 45 1 )T E 2020 4= 1 JTUGE K 98 4 4% B B E AT FU B, SR SN 98 5 a2 it PCR(qRT-
PCRO) VA I 45 EL I B o7 4L 2R 5% 1 2040 UbeH7 )% 53BP1 JEP] mRNA K3k o SR S 4 Uk vk
(SP 25 Kl UbcH7 K 53BP1 LAt 435 . SR Pearson fil Spearman 2270 4145 EL7 e 2141 UbcH7 .
53BP1 3L mRNA A HR TR IA MG . 23l ROC 1240 41 45 BV HoRd #1410 UbcH7 #1 53BP1 JE A mRNA
FIRAE 3 AW A TR BE . Kaplan-Meier Y573 AT 45 B MR 221 UbcHT F1 53BP1 kA i ik 1
SRR RCLER B R 4120 UbcH7 AP mRNA 35 b # 1 FIE R By v T 551 4120,
53BP1 JE[A mRNA #3k KA (1 BHPEAR I T o5 (E5 4140 (B P < 0.05). 45 EL M 4141 UbeHT Al
53BP1 JE[K mRNA £k BRI AR DL G=— 0.626.— 0.795, 2 P < 0.05) . [I+IV I NI1+N2 #hE
SEEERS IS5 1 e A% UbeHT 4 IR B4 53BP 4 (A kB PEAty wn T 1 + 1101 NO Wk 45 # 7 1)
gl i A3 (B P << 0.05) . UbcH7 JE18 mRNA Tl 3 452 AF WA T Dy 1.17, BUK SN 0.789, H 5
£y 0.824, ik NI (AUC) iy 0.726; 53BP1 3EK mRNA Tl 3 4FA A7 BTN 0.73, BUK %Ny
0.815, K550y 0.791, AUC Jy 0.804 . UbcH7 BHPEZRIA - 3 AP A A 75K T-BIVERIA 4 (P < 0.05), 53BPI
BLVE 2638 s 3 AT R AR T IR s (P << 0.05) . 518 45 BRI 4180 UbeH7 F3AACT- T,
53BP1 EIA/K TG, 55 TNM 2331 R G538 K 3 4R A s DR ¢, T4 9 s e s SR8 s K Wi
PRI G
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Expression of UbcH7 and S3BP1 gene in colorectal cancer and its clinical value

HUANG Liyong, DOU Guangjian, WU Jiaming( The First Hospital of Jiaxing, Jiaxing 314000, Zhejiang, China)
[Abstract]Objective  To investigate the expression and clinical significance of ubiquitin crosslinking enzyme 1.3
(UbcH7) and p33-binding protein 1 (53BP1) in colorectal cancer. Methods Ninety eight patients with colorectal
cancer were selected as the study objects. Real-time fluorescent quantitative PCR (qRT-PCR) was used to detect
UbcH7 and 53BP1 genes in colorectal cancer tumor tissues and adjacent normal tissues mRNA expression. The ex-
pression of UbcH7 and 53BP1 gene protein was detected by immunohistochemical method (SP method). The mRNA
and protein expression correlation of UbcH7 and 53BP1 genes in colorectal tumor tissues were analyzed by Pearson
and Spearman methods.ROC curve was drawn to analyze the predictive efficacy of UbcH7 and 53BP1 mRNA ex-
pression in colorectal tumors in 3-year survival. Kaplan-Meier method was used to analyze the relationship between
the expression of UbcH7 and 53BP1 gene protein in colorectal tumor tissue and the 3-year survival rate. Results
The mRNA expression and protein positive rate of UbcH7 gene in colorectal tumor tissue were significantly higher
than those in adjacent normal tissues, and the mRNA expression and protein positive rate of 53BP1 gene were signifi-
cantly lower than those in adjacent normal tissues (all P << 0.05). The mRNA expressions of UbcH7 and 53BP1 genes
in colorectal tumor tissues were negatively correlated (r=— 0.626, P << 0.05). The expression of UbcH7 and 53BP1
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gene protein in colorectal tumor tissue was negatively correlated (=— 0.795, P << 0.05). The positive rate of UbcH7
protein expression and the negative rate of 53BP1 protein expression in colorectal cancer patients with stage [[I+IV and
NI1+N2 lymph node metastasis was significantly higher than those in colorectal cancer patients with stage I+1I and NO
lymph node metastasis (all? << 0.05). The cut-off value, sensitivity, specificity and the area under the curve (AUC) of
UbcH7 gene mRNA in colorectal tumor tissue to predict 3-year survival in colorectal cancer patients were 1.17, 0.789,
0.824 and 0.726, respectively.The cut-oft value, sensitivity, specificity and AUC of 53BP1 gene mRNA in colorectal
tumor tissue to predict 3-year survival in colorectal cancer patients was 0.73, 0.815, 0.791 and 0.804, respectively. The
3-year survival rate of patients with positive UbcH7 expression was lower than that of patients with negative UBCH7
expression (P << 0.05). The 3-year survival rate of patients with positive expression of 53BP1 was higher than that of
patients with negative expression (P << 0.05). Conclusions  The expression level of UbcH7 in colorectal tumor tissue
is increased, and the expression level of 53BP1 is decreased, which is closely related to TNM stage, lymph node meta-

stasis and 3-year survival rate, and can be used as a marker for evaluating the condition and prognosis of colorectal can-

o |7 o

cer patients.

[Key words] Colorectal cancer; Ubiquitin cross-linking enzyme 1.3; P53-binding protein 1; Clinical value
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L3, UbcH?) N E2 Z R LUK EE AR Rz —, [ &
52 MY E (02 AR ATZIR T xB. R A
S -3B/p65 (GSK3P/p65) L AME Sl K, 5
NI AN I A% (R 2% I b R R i AR G pS3
4548 M 1(p53 binding protein, 53BP 1) I 135
T2 i JE A & DNA #5118 2 56, 545 8 s 1 DNA
WU T 245 i B 56 H R UbcH7 & 53BP1 £E
45 B RO L AR FE R B . ASHIE TR
4 H g 5% UbeH7 J 53BP1 JERFRIE, S
e PRI LR R AN TS 1)k &, HERW FAELS B e
RAFHUI S T VEAS A A, DUARTE W T

| ARSI

11—kl EF 20184 1 HE 20204 1 A3
PLTTES — EE B USIR Y 98 191 45 B e i R TR
G K 55 64 ], 2 34 f]; Rk 45 ~ 76 &, Py
(61.1+8.5) % o I NARiHE: (D& R AR 8K 5 9
AL LR EFL, f56 (T E SRR LyT )
SWibrdE: () B#F KK EAE I RBEAH I GOOAR
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HEBRRE: (1D &I SR AR E R s ()&
I BVEIR G 7 9 A5 % « 98 RENE 996 55 i T 5
s ) HMEO L BB A KA B RGP
Wi EH B RO & (D IRIR BRI 25, & 3F
RGP, TOERL A AT RS . R FRA T
T2 — BB B2 03 2 Htb itk (R 4t 5: L.S2018-078) o
1.2 7

1.2.1 UbcH7 1 53BP1 [l mRNA RiEH&M UL
SR 45 B Ry B o T L 4 S 55 1 0 4G B
THAEPIFRNBA TR . $RBH AL
RNA 4iftIfEs, KA 7Ot ER PCR (qRT-
PCR) ¥:il] UbcH7 1 53BP1 #E[F mRNA ik, £ il
128 N E ABI A ] 7500 B, 51550 L& 1. &
AR Z2 3L 20 ul: B cDNA (50 ng/uD2 pl, EFiF5]
¥y (10 pmol/L) £ 0.5 ul, SYBR Green Master Mix
(2x) QLR ARG RAR, $%5: IBIO-
C141) 10 pl, ddH,O fin% 20 pl. %+ GAPDH AW
Z, KH 272 ki UbcH7 Fi 53BPL 2 [A]
mRNA AHXf Rk & .

1.2.2 UbcH7 1 53BP1 J:[KE ARIAGN  BUE
H RN 55 15 AR AR [ 7 K A e G 3 3
ITIES) Ao KA SP V54 UbcH7 1 53BP1 S [A]
EARIEK s i gt st B e K 2 2 mvkir
i (RGBSR LTS o < BHE R IB R AG 70D, wATE
<3 HIUABIERIE, > 3 WA FHERIE.
123 IR B BORMC S T ERE T Wi s —
PRI A Bk PR KN V2R 0 2 s B ST | Pyg
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BRI S5 5685 ) TNM A5 k], B
3ANH G T2V 1 IR, WABREEERE . A
SR CRLFE 29036755 A A R & RE R AR A
B g2kt e IA] 48 2023 4E 3 H (BT ) o
Gt B 3 AR G4 S H M QLB .
1.3 itk R SPSS 25.0 B xd d AT Ak
HANIHT o THECBORER xR B SR A H
PRAEZERR R K BT e sr 56 o 45 B Rg 20 25 UbcH7
55 53BP1 ) mRNA J £ 3Rk KPR A S 73 30l K
H Pearson I Spearman AHIC1H: 73 #1; ROC #4504t
45T g fihRgZH 43 UbcH7 11 53BP1 J:[K] mRNA £ik
T 3 FEAAF R RLRE ;45 B R ZH 4 UbeHT Al
53BP1 5 3R 5 B TS 155 % R H Kaplan-Meier
e P<0.05 XRERAGIFR X

2 4R

2.1 UbcH7 1 53BP1 #£[A mRNA Fl & [ Rk HL i
45 E 7 R 2H 2 UbcH7 K] mRNA ik K& &
1 RE PR ) T 55 1B 412K, 53BP1 &[5 mRNA
RIEREARMERET RS IEFRALS P <
0.05), W& 2. Kl 1.
2.2 UbcH7 1 53BP1 #£[A mRNA Fl & [H &L 4
KM B4 LA UbcHT 25Kl mRNA F
53BP1 J:[A mRNA ik K1 244 K =— 0.626, P
< 0.05), LK 2. 25 H i 41237 UbcH7 11 53BP1
EARIEEMAHKGC=— 0.795,P < 0.05), 1.3 3.
2.3 UbcH7 #1 53BP1 & 13 1A 5 1l PR3 BEARFALE [
KEZ - AEFEE R IR MR R AL s
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JE 1145 B e 523 UbcH7 #1 53BP1 & 1 R ik LA,
Z S TGEH 7 LS P > 0.05) . TNM 43 #1 AT
IV AR S5 5 7% N1THN2 45 B 5% UbcH7
FH R IA . 53BP1 PR IS LU= T TNM 4314 1
+ITHA WSS 568 NO (W& B e 3, ZERE
GiitEE (P <0.05), WLE 4.

24 UbcH7 11 53BP1 ZE K mRNA ik Tl 3 HEA A7
frRkBE  UbcHT JER mRNA Tl 3 4F A AE AR AR b
N LT, BUREE A 0789, 45 5 A 0.824,AUC 4 0.726.

53BP1 JE[A mRNA il 3 4FA= 7 HARIAISME A 0.73, B
JEFEE N 0815, KEFEE N 0.791,AUC Ty 0.804, UL 3.

2.5 UbcH7 #i1 53BP1 H KA 3 FAFRIRK
% KH Kaplan-Meier %43 #1 UbcH7 1 53BP1 £
HARIEE 3 FAEFRM KR, 45 R IR UbcHT B
KiLE 3 FATEFR(38/70, 54 29%) K T MR IE
H#(25/28,89.29%) (4=9.201,P < 0.05); 53BP1 [
PERIL B 3 AL F(2224,91.67%) i TR
15 (41774, 55.41%) (*=8.859,P < 0.05), LK 4 ~ 5.

3 g

5 H e (VA T 993 A8t AR R 1 X R AN [ 4
s M A R T A 1) 28 SR AR, X 22 S5 6 XL
DR 3% R 5 3804 5 SRV R3S AR L B (R R A 2 5 2%
2RI 2" ok 2 WIEHE R I, UbcHT I 5 Rk
FIVF 2 B e ohe i AR R R 7 S AL 45 R
R FURE M T B e B UbeH7 %34 B, A S
I R4 B B AN TS 5% . Tao 25V 7t o, T4
Fgash UbeH7 fyid i e i i i #11) GSK3B/p65 i

%1 UbcH7,53BP1,GAPDH B|#1%%I

HEH s S-3 FiEEI5-3
UbcH7 TACGATGAGATCTGACCAGT AGTGACGATCTCTGACAGGGAC
53BP1 GCAGCGACTCTAGAGTGAG GAGCATACACAGGTGGTAGTAG
GAPDH CGAATGTGCGAGCTGACGGC GTGCGCGATGCCATCCTGAGCGC
#=2 HEBRBBATNEEIESELA TS UbcH7,53BP1 FiAKFELE

45| 5% UbcH7 %[ mRNA 53BP1 [ mRNA UbcH7 & A6 (%)) 53BP1 25 [ BH 2 5] (%)]
TEHHL 98 1.02+0.22 1.01£0.23 11(11.22) 79(80.61)
iR HL 98 1.28+0.30 0.67+0.16 70(71.43) 24(24.49)
tOH1E 6.919 12.013 (73.245) (61.896)
P < 0.05 < 0.05 < 0.05 <0.05

%3 UbcH7 %1 53BP1 BEF&RAEEM % 0 i 2 R O T o AT T AN 4 L i MR
= UbTIRRIE  UelTRIER 41854tk UbcHT ffy mRNA R A RISKF 2% 35 T

n= n=

53BP1 B IE (1=74) 6 68 E%Eﬁéﬂéﬁ,fﬁ‘{)ﬂﬂ UbcH7 Eé%ﬁﬁﬁ%qjﬂﬁgﬁﬁ
53BP1 B3k (1=24) 22 2 e L RME R .
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HERFFE N AL e B AR e MR AN DNA  HORIESE SCHEVER ™. Huang 25 " B Ft &5 SR,
BB E NI ST, WAL TS 58 S3BP1 SRIHIH] 1 EhRR K B Je ot &5 E i Joe 4 M 1 ik
PE AT IR YY) 2 SRS P R, 0 SHEBUER .. XA RE R, 4EMEHs T
HAEIE. S3BP1EAZIEA DNA G155 B 53BP1 #:[K mRNA K 8 (AR IA KT 14 0 2 B, HE
T BN 2 —, /£ DNA XUEEWT ZME T IR E RS I S3BP1L (1980 Bk S A6 75 H T2l s R 4

4 UbcH7 #1 53BP1 EAFIES B EIGRFIEFHEN X R 111 (%)
EEl 1% UbcH7 Bt (1=28) UbcH7 FHME (=700 *{  P1H 53BPI T m=74) 53BP1 PHME(m=24) ,*{H P{H
FER () 0204 > 0.05 0.018 > 0.05
<60 42 13(46.43) 29(41.43) 32(43.24) 10(41.67)
=60 56 15(53.57) 41(58.57) 42(56.76) 14(58.33)
51 0.365 > 0.05 0.682 > 0.05
5B 64 17(60.71) 47(67.14) 50(67.57) 14(58.33)
% 34 11(39.29) 23(32.86) 24(32.43) 10(41.67)
iR /s (em) 0340 > 0.05 0.870 > 0.05
<5 57 15(53.57) 42(60.00) 45(60.81) 12(50.00)
=5 41 13(46.43) 28(40.00) 29(39.19) 12(50.00)
TNM 44 10273 < 0.05 14.148 < 0.05
1+1I 45 20(71.43) 25(35.71) 26(35.14) 19(79.17)
I-+v 53 8(28.57) 45(64.29) 48(64.86) 5(20.83)
NGEECYE 4969 < 0.05 5369 < 0.05
NO 60 22(78.57) 38(54.29) 40(54.05) 20(83.33)
NI+N2 38 6(21.43) 32(45.71) 34(45.95) 4(16.67)
i S8 ¥4 ir 0.018 > 0.5 0.026 > 0.05
% 64 18(64.29) 46(65.71) 48(64.86) 16(66.67)
Hi 34 10(35.71) 24(34.29) 26(35.14) 8(33.33)
TR 0.004 > 0.05 0.070 > 0.05
H/ESE 59 17(60.71) 42(60.00) 44(59.46) 15(62.50)

&5tk 39 11(39.29) 28(40.00) 30(40.54) 9(37.50)

iy N A (5 4
T A NS IEH A4 UbeH
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B mRNA RIA/KCFIMEENE 9 ROC ik AEFRNKR AR MKR
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